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Interspecific polymorphism of PSMBS8 gene among the medaka species, genus Oryzias.

Fumi Miura, Kentaro Tsukamoto and Masaru Nonaka

Department of Biological Sciences, Graduate School of Science, The University of Tokyo
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REHIE. 72/ EES T Hd-rR B & 97. 1%0D
identity ZRUZEMN, 1 > bOVIZIRERENRS
nixhoi=,

(#:R)

AY HRBED PSHBS BIRTIX. AF A THSH»
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1. Kuroda N. et al. (2000) Immunogenetics,51:117-128
2. Matsuo M. et. Al (2002) lmmunogenetics,53:930-940
3. Tsukamoto K.et al.(2005) Immunogenetics,57:420-431
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Interspecific diversity of the MHC class I region of the teleost genus, Oryzias
Mehta Ratnesh Bhai, Masaru Nonaka

Department of Biological Sciences, Graduate School of Science, The University of Tokyo

OBJECTIVE:

The MHC (Major Histocompatability Complex) is known for
its role in adaptive immunity. The MHC region can be divided
into three subregions, i.e. class I, class II and class I ('),
containing the genes which play an important role in the
biology of the immune system. Not only the MHC gene
organization (size, complexity and gene order) differs markedly
among different species 121 but also MHC class I and class II
loci are polymorphic within the species. With the exception of
teleost, all the jawed vertebrates have a tightly linked MHC
class I and class II loci . The complete nucleotide sequences
of the MHC class I region of Oryzias latipes ™ %) has been
analyzed, revealing the tight linkage among the MHC class Ia
genes and the gene directly involved in the class I antigen
presentation. To elucidate evolution of the MHC class I region
with the genus Oryzias, we sequenced the MHC class I region
of Oryzias luzonensis.

MATERIAL AND METHODS:

The Oryzias luzonensis bacterial artificial chromosome (BAC)
library constructed at Dr. Asao Fujiyama's laboratory (RIKEN)
having an average insert size of 135Kb and 5X genome
coverage was used. PCR based screening approach was used to
identify the BAC clones containing the MHC class I region.
Once the clones were identified, they were partially digested
using Sau3AI and subcloned in pGEM 3Zf (+). About 2200
reads were collected for each clone and sequences were
assembled using Phred/Phrap/Consed. Gaps were filled using
primer walking.

RESULT:

After the PCR screening, Oryzias luzonensis BAC clone 20F66
was considered to be a suitable candidate as it covers the region
from UAA to TAPBP (exon 3) when compared to Oryzias
latipes. The size of this BAC clone is about 139 Kb. It was
found to contain the UAA gene, the pseudo UAA gene, the
pseudo UBA gene and the TAPBP gene. Another BAC clone
15F52 overlapping the UAA side of the 20F66 was also
sequenced and assembled. This BAC clone was covering the
remaining class I antigen presenting gene i.e. ABCB3 (exon 2),
PSMB9, PSMB9-like, PSMB10 and PSMBS. Because the
region within and around the UAA genes is very similar,
assembly of this region was quite difficult.

CONCLUSION:

Onyzias luzonensis MHC class I subregion contains 3 copies of
complete UAA gene where as O./afipes has only a single copy.
The UBA gene does not seems to be expressing, since the exon
3 shows frameshift also cytoplasmic region could not be
located. No pseudo PSMBS is present. Also the length of intron
2 of UAA gene was quite variable. Comparison of the MHC
class I region between O. latipes and O. luzonensis showed that
the basic gene organization of this region is highly conserved
between the two species, however the region in-between the
PSMB8 and TAPBP gene, shows the sequence diversity.
BIBLIOGRAPHY:

1. Klein (1986) Wiley, New York.

2. Kulski et. al. (2002) Immunological Rev 190: 95-122.

3. Stet et. al. (2003) Crit Rev Immunol 23:441.

4. Matsuo et. al. (2002) Immunogenetics 53:930-9405.

5. Tsukamoto et. al. (2005) Immunogenetics 57:420-431, 2005
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Expression of inmune-related genes during early development in Japanese eel (4nguilla japonica)

Motoko Kawabe, Hiroaki Suetake, Kiyoshi Kikuchi, Yuzuru Suzuki
Fisheries Laboratory, Graduate School of Agricultural and Life Sciences,
The University of Tokyo
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T7NVA, LT ETZ 7R E NS T{FAM
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L., RA~ERET S, DRITIZTHEO7 A
DTV V7 b7 7 VABRITIIHBRT 525,
V7 h 7 7 VABIIZBOWTHRROL B L
SRELTWBDY,

ZOMBRSREOREEL LT, WALBETIX
Rag X° Lek BT ETHh S, Rag BinT
X, THIREL & 77—k OBE T ERK
BHZ U VBRI TRBE L TV 5, — 4.
Lek BEF XRS5 L0 B3 1 R MR I ¢
BERICRB T BEFTHY ., THRDOE
KBWTHEHETH S,

AFRETIE., VT XDY VR BERD
EEBBREHALMMITIEDIZ, VFXDY
UYRREBROSME - BEICBDIBEFE
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¥ — T,

[#1L& HE:)

FF. FFT7S.BTF5 T4 vadDece
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EEFIMaERIRNL, ETS 74 v — 2 ER
L7z, VT ¥RADEHD S RNA ZHH L,
¢cDNA 7 u—=v 7 %iTol, EHIEBLN
7= ¢cDNA E¥Z b L IR T 54 v —%1E
BL, UTFF¥OFARAILL I 77 VAIC

B3 ek fIEFOREBREER PCR AWV
TR,
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4B, B5Nhf- cDNAEBFINSLTFREND
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BHEENEFREBELZEZA, &VERE
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NHLREBELEDHBEZEXHALNZ R T,

(&) ‘
U X¥EICB VT, Rag-l BREFBIV
ek BEFOBEREFIFEREE, Lk B
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BRBBERICBVWTEERERH 2 LA L

AR E T,

(835 3R]

1) SuzukiY and Otake T (2000) Skin lectin
and the lymphoid tissues in the
leptochephalus larvae of the Japanese eel
Anguilla japonica. Fisheries Sci, 66:636-643
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Expressed sequence tag analysis of kidney and spleen from ginbuna crucian carp,

Carassius auratus langsdorfii

Shiro Sameshima, Yoko Kato-Unoki, Tomonori Somamoto, Miki Nakao

Department of Bioscience and Biotechnology, Kyushu University
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cDNA cloning of MHC class I and MHC-related genes in a cell line from clonal ginbuna crucian carp

Tomonori Somamoto ', Shinji Urabe ', Shiro Sameshima', Teruyuki Nakanishi’, Miki Nakao ' .

! Graduate School of Bioresource and Bioenvironmental Sciences, Kyushu University,

?Department of Veterinary medicine, Nihon University

[B#) Fxid, BEARBICHIT D MHC class I #
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su—rX 7T RUOENRLBROHEEEKE AT
A NV ARSI 0T S M EEEORER 2
s Lz, oA NV AFRTRIEL ¥ 7T DY
VRERIE, RIRARBRED T AL ARG & 388
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BBV TH MHC class 1 FIERPEOHIRAREE T 4
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ER) R UFCFS #ifanH RNA it L, HEERIG
#% .RT-PCR |2 T MHC % @ RNA R BT 21T o7,
[#& %) = A £ MHC class I-UFA, -ZE, -ZA & &\
HMEMHEEZE>S 3 EOX 77 MHC class |
(caau-UFA-S3n, caau -ZE-S3n, caau -ZA-S3n) D&
EEFIEHLI LTz, Zhb 3 fD MHC class 1
mRNA %, CFS filaR NSIET R T OB TREL
T2, FRELIZIBVT, caau -ZE-S3n i3l Digds
LB UM BB LTWS—F T, caau -ZA-S3n i3
RBELTWhhotz, £, ¥ 7T 0 f2m,
Ubiquitin, Proteasome, Tapasin, Stat, LMP M 2%
ZRE LTz, CFS#HIfA 5 MHC class I (2 & 2HUK
BFBAEREFNIa—=U T ENEZIEDL,
CFS #iMiZ MHC class I i & % HURR TS & {if
ZTWAHZ EMRRgRINT,

(3530

1. Somamoto et al., (2002) Virology, 297:120-7.

2. Somamoto et al., (2006) Virology, 348:370-7.
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Expression analysis of complement component isotypes during early development of the common carp.

Chie Okura', Tomonori Somamoto®, Masakazu Kondo?, Miki Nakao'
'Department of Bioscience and Biotechnology, Kyushu University, ?Department of Applied Aquabiology, National
Fisheries University

[B#Y]

BEREOMERIL. MILBICCE T8O
INOREN, TDOELDOBREFNEELTH
DEVHREERF O, iR S ZEROABIZL
STOEMENRERIITHATHS, FITAFE
T, BHER DI ONWTT AV AL TRIOBEER
ERPBEFREAOEMOLERATI-DIZ, a1k
ERALLTAW., BEREICBITIHERSTA
VEALTDRBEVT N5 A5 PCR CHRFTLI-,

[#1kEE FiE]

ZHFE 0~70 FFfE)1% (hpf) BL U 4~49 A # (dpf)
DALZHEIN, BB AFRBLUHAND ISOGEN #
FAVNT total RNA ZHAHIL . 1st strand cDNA #&F%
L=, BbNT-cDNA 7L —heLTHTA/HF
AT DREBEEZVTNVIALLPCR TERL., BERKAIC
BII5RELEZ LR -REL, o B, HBEFO
FEEBEIT40SVRY — 4 S11 T a=y ORKERES
EITRERL, -7 U —bCERL-BRE
BERWTHMNERLE,

[HR])
(1) Cir/s: Clr/s-B OFHIZ Clr/s-A L9HE<L 66
hpf 763D BNT-A3, Clr/s-A DFEBIL 6 dpf A5
B2LEHL. 7 dpf LT Clr/s-B ORBRE%X LEl-
7=. (2) BH¥/C2:B/C2-Al, -A3, -B DHE/F
B 42 hpf D> DEEFE-7-DIZRFL . B/C2-A2 DEHL
BA4AIX 70 hpf BE T o7z, Fi=. 6dpf A5 B/C2-A3
RBEBOWMABRIL 7=, (3) C3: C3-H2 i% 0 hpf

NORBLTEY, LA, 26 hpf HORBLIEDT-
C3-H1LEHITHBABEDVIRL T, 50 hpf A5 C3-Ql.
5 dpf 2> C3-S DRI LESD | 42 dpf LA
C3-Ql DREBEMN C3TA/IAT DR TRKRE-
7o (4) C4: C4-2 DFEBLA 42 hpf HHIEMLEESD
TeDIZHFL, C4-1 DFEHLUL 5 dpf HDIAEY, FDH%
S ERLTT dof AR C4-2 DRE B LE 7=,
(5) C5: C5-1 MFEHIT 42 hpf 1 HRD LN T-DITRE
L.C5-21%5dpf LRHELIED , FDHRALALT
7 dpf LAREIX C5-1 OB EEZBX-, 6)IEFF:0
hpf TEEIZ If-A, If-B EbICHBRREBL XA ERL
723, 42 hpf LA If-B O W B A HEFS D —
F A VSUE T L, (7)42 hpf 535 C6-C9
T ORBEDIGIMULED, 70 hpf LARIZHERZ C6
DEIINAS E LT, ‘

BE, AT LI DZLIZ 2V T, %9 54 hpf (5
{LETBIZYEAREOHA) TRAL LM —H
BT8R EnBHLNI,

[#24]

ELDBEEFIZHONWT, TAYFAL 7R CREE
RAEICKTARBABPBLIORRREN RS-, £
7=. C3-H2, If-A, IfF-B 22X DT AV Z A7 1L 0~18 hpf
EUVHEEIZBVRAEBRMOLERELTRY, B
BEHILAS D 4 BRI R B (FERETS R /2 &) 2485 T
DA REMEMN T ENT, &% . in situ
hybridization 72 ¥ #FIf L TRBMMERE L.
TS AT 351T DRIRER Sy DHSRE & ARET L 721>,



Al SUFRAIa—EZTxRVARIZED STAT4 RIB A X B 0 ERL

HHES' . AOEC2,

ZHe!

VHTABIRRT - WEMRE., CRBRERZREFEHAHR - BAHRBEFESEH

Generation of medaka (Oryzias latipes) STAT4 gene knockout by target-selected mutagenesis.

Yasutoshi Yoshiura', Yoshihito Taniguchi®, Mitsuru Ototake'
! Aquatic Animal Health Division, National Research Institute of Aquaculture
?Department of Radiation Genetics, Kyoto University

[B#89])
RBEIIHAE L AR 2R RS 2 OBTHER
WMThHhY., RERTZHEATIELTTFL. BH
BLRARRBEBLUOEFIZRZLTWELE
Zbhd, HALBETI, A vF—afF-12
(IL-12) O ¥ 7 F M REERBICB VT Signal
Transducers and Activators of Transcription 4
(STATA)IZH L 2T B2 R L. STAT4 X~
I RATIE IL-12 OERICES | BAR—-TY
73R (Thl #lE) ~DO{LFEHENEEFEEHL S,
Thl MBRIEEELLTA ¥ —T7 - (IFN-
J) REAL, vuT7r—VUoEELELENL
THIRNFERRELIERT S, £ Z TEHE
Tk, WEOABRBR LAABRITEIT 5 IL-12 83,
WARL FEHRREARFEZA L., BRLEREY
BTO3WLBENEZHALOMITEED, FUF43
a—F Tz RVAILEY STAT4 RIBAF H&E
WypZ AL L,

[#45k& 7]

RELE T, BETFOMEMRITEL LT, ES
MRk 2z AW — =T T L5
GFREAREIENTVWS, —F, RETIX ES
MBEERMI IR TELT, V—vs—FTav
THIXEDL ZARTETHSD, LMHLAETIR
EETHDHEVIOBALBRTIIRVWEELXE TSI
b, WREFNT o —FICERBMI 2 —F
Tz RVRABBERITEL LTEHTH S, HE

AFHERT ST 4 2aTidk, BEFREDRS
Y—=V IWBRREREREKTIAT T Y —HERE
hTwa U, 220, ZOEREATHFTAT
Z Y — (F1 & 6000 ) 22\ T, STAT4 BT
DY ) 1 DNA i L7,

[&R]

STAT4 {57 DNA FETOREFE. | BRI R
774 AER (mRNA BRBEBREICRIER)
., SEAKICIREVRER o7/ BE2
—FTBLICRDER) BRHOITHTLATE
foo BEXBAXMBEINDIZATSTLRAERIZON
TiE,. BRERESRLTW=Z OBEORTFLEHE
BREATRREL, ERE~T o oEEEER
Lize EbiT, ~TufikF+%2REL, ER%
REZHESEEEZERNL, REFAERTHS.

(&)

AFIEREKFA TV —%R7 ) —=vTL
-RER. STAT4 B FOHBEXRBAMBIND
RS54 AERBEEZRHOTB LN TEE, &
®iX, ZORTSA REREFEICHOMEGEH
WT, IL-12 OV 7 HNVEERBICLVBESHh
BIFN-_ DBREFRRICRIETEELH/NT S,

(&% 30k)
1. Taniguchi Y et al. (2006) Genome Biol, 7(12):R116
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Molecular characterization and expression analysis of Perforin from ginbuna crucian carp,

Carassius auratus langsdorfii

Mariko Konishi' ,Kyosuke Araki? ,Fumio Takizawa' , Mitsuru Ototake® Tadaaki Moritomo', Teruyuki Nakanisi'

! Department of Veterinary Medicine, College of Bioresource Sciences, Nihon University” Department of Fisheries,

Kagoshima University, ®National Research Institute of Aquaculture, Fisheries Research Agency

[(E89]

Perforin {IHIMAMEENE T HIMRIC & 2 WG ERE
BB TET Tz 5 —3FELTEETHS,
AR T, REOMIRERERBMADRLD,
MR R EREREESELL TWVWAE I a—r
¥ 7T XY Perforin BEFEZHMEL. REMER
EOBEMBEICIITIRBEMITEITO L L HIT,
7 o RFEEBES O ALRE L BB EBAMICR
(T B RBEBECOWVTHEN LI,

[#1 & k]

WYBMEX T 3 EEkIo—-v X7
(S3N) ZAWVWT, BEICHBEI R TWAAED
Perforin DEEEFN 2 EIZT T4 <~ —%RE L.
M5y ESIEHI-%. RACE #i2L Y cDNA O£
RE2WRELM:, £7-, RT-PCR ¥EIZL Y, &%
AR T 5 32D Perforin BIZGFDT A YV #A
THICEBRABT 2T R, T oiFBECS
WTIE, BRREM 2 o— B C#BI#E(SIN—OBI)
21T o - SBHEEALIZ BT B perforin BIZFD
RBOHEBICOVWTHENTTHE L I, BB
LV EELBEEOBNOBRAMRKRE X HICZR
FREED I o — (SIN)ZHI KT 5 B {LMI(CFS) &
EIEBEEIT IR BB EIT o7,

[#R]

X7+ ® Perforin IZiX 3 2DTA IV FAS
(Pfn-1, Pf-2 B PM-3)BIEET B Z E BB LA
Ligode, REMMBITLD ., Ph-l BZETAD
Perforin, Pfn-3 (ZMFLBED FNITE VI LARE
i, REBMERICHT 2 RBABITORBR. Ph-
1R, P2 (306, FREER MR, PMm-3 13k
BICBWTREALBOLONE, £/, Tl
FIMZOBBHEIM R U AMERIZEIT S perforin
BEFORBRHEOHRITOZKR. RREANKCE
TOSBRICHR, REK I/ o—r OB
L7 Bk BBAESIL TIX. Ph-1 OHZEVREH
BR OGN, —F. in vitro IZFBVTT7 2 HLEHl
WMET--BEWALRKR T, HBICHEY PR &
U Pfn-2 ORBERIF S 2 BANED bhi:,

(&)

X7 F O Perforin BIGFIXETA YV ZA4TH
TRBEMBENRRLRD L LI, ToiFARR%E
DEBEALBEWCIRRSZ LBbh o7,
INHEDOZ ENG, ¥ T D Perforin BIEFIT
ETAYEA TR W TR AESHEE IR
BHdHLEZLNS,
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Expression and functional analyses of interleukin-2 in fugu, Takifugu rubripes.

Masaharu Miura®, Hiroaki Suetake ', Kyosuke Araki?, Yasutoshi Yoshiura®, Kiyoshi Kikuchi®, Yuzuru Suzuki'
'Fisheries laboratory, Graduate School of Agricultural and Life Science, The University of Tokyo,
ZFaculty of Fisheries, Kagoshima University,

3 Aquatic Animal Health Division, National Research Institute of Aquaculture

[B&])

BTV A P OA OB HEPBEIZOWVWT O
2R REA TV, AR TIX, RBICBRT
YA bAA L OBERADO—B L LT, Ml
O - FHECCEDLIEBELRYA A4 THD
interleukin(IL)-2 ICB§L T, XM Am*R (PBL) %
AWTREILENRI— V2B THL L HIC, B
Z IL-2 % PBLIZEZ DR ER~T,

[#15E L HEE)

(kE kg IO LT 7LV EAL, X—a—n
EEQRELEICEL>T PBL #5538 L, 9.
FF7 Y L2 BETFORELERICHITHRIN
=V ERLMIT B8, in vitro T PHA #IEL
7= PBL 28173 IL-2 BETFORBEEA%L Real-Time-
PCR TH~M=, KiZ, IL2 AREIHEBEEHL
2570, HWILKEIZBWT IL2 #EF0E&EE2:
BETEIINY=a—Y) VERETHY7uARY
¥ A (CSA)DFFET TPBL % 3 B L, IL2 &
GEFORBEY LR L RRRIC L TR, £7.1L-2
OMEXHALMICT S0, RAEEE AW TER
Lizi#%x b7 77 IL-2 (rIL-2) A% PBL D37
RiETRES BrdU RERIC L » TR~

[#&2R])

PBL 12817 5 IL-2 Bz FORREIL PHA %
3FMTEY—ZICEL, 12 BREZ TIIRBEBRIFLUT
LR, IO LI ABRTHLHILB L FRRICIL2
X PBL TEAIN T, BHOTAMEREEE TS
E®RRLIZ, CsA ZAVWI=ERMERRORER. CsA
BB TFRC PBL 12815 IL-2 BEFORIEMN
BTFLEZENL, ABIZBWTY IL2 ALy
=a—-YUERLERCIVEE LV CHE S
TWAIZ ENTFREN, EHIT, BrdU HRBROF
8, rlL-2 IXBEERFAC PBL OMAAER T EMN
b, 377 IL-2 X PBL OHFE%{RTZ LFR&h
o TOZEML, IL2 X PBL 2bEAL S, B
FOWMAMERL TWD I ENRRBINTE,

[#58a]

RED IL2 IEENICIIHILRR YD IL2 LiE
HTHFEBEN L OO, RERIBIH L TORE.
ARBBB L UEOBERLSBEERATVWE L
BRENT, TOZ ik, IL-2 BREROHEEF
ELTHEIEDOMNDBRBENOBEREETHH L
FRLTWS,
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Molecules of the B7 family in fugu, Takifugu rubripes.

Ryuichi Sugamata, Hiroaki Suetake, Kiyoshi Kikuchi, Yuzuru Suzuki
Fisheries Laboratory, Graduate School of Agricultural and Life Sciences, The University of Tokyo

[B89]

WAELBUCHE W T, FURRTHEROBE EICRET5
FHWSF BT 77 1Y —id, HURBRIZHEW T 4
Rz LT EE X5 Z L T, TOEHLER
BT3EELRSTFHTHS . —F. RETIEHIR
RTRARE, REREESN TV, TZTRLIX,
RBEOBBREROFEELICED 2R TERL
LUOEOFEMEBBEAOMCTEEDIZ, FTFT
ZiZBiT3 BT 77 X ) —ORBAMBIT L BIERITE
BfEL7,

[#1%F & ]

FFT7TH ) ATF—I_R=ALLELNT-HILE
@ BT #FiZHR: DNA @i b ez, b7
58t L7 RACE 1255 cDNA Zu—="%
21Fo7-, RELIbZ7 YD B7 xEu/ (B7-H)
BOBEFIZOWVWT, e 2EERITHVT RT-PCR
BICLDRBBIT 21T, RIZ, Zhb BT-H &
FERERICHTHORMBEENL, FT 77K
mEAmER (PBL) A 5HML-HRY v Firiase
iz, LPS #I# % 5 X =880, MBREIZBITS
B7-H ORHEx7u—H%4 bA MY —ITLVAEITL
o EHIC, BHMEEZAWVWTS B7-H Lt b IgGl
O Fc i L OMAMABR X & (B7-H-Fc) Z{ERIL,
PHA #IB L7- PBL H3RD T #Y v FHOMAMEH &
OfEEHEEZ, 7a—HYA4 PA MY —E2BLTHETL
72e

[KR])
FF7 % B7-H #a— K43 3 D cDNA,
B7-H1/DC. B7-H3. B7-H4 T h EhHEEL /-,

T =B  FREMICE SBIALHL. 2
NG LHAEREF LA -y n VBEERXESHh
7o B7-H #OBRETFORBIL. BT, T, BE
REDY L MBEROIINIIT, RRER & ORI
RTBHHN., BT-H FFEPRABCBNTHRE
RICELIFFTHLAREEN RSN, & BT-H
FFIEANTIR0LBERAVW 7o —% A bA MY —
IC X B#HTH 6. PBL BIROHERIZEITS B7-H 4
FORBIZX, LPS FIC LV BEHINDZ LAHAL
MiZieole, SHICKE XK BI-HFe ¥ 378
D, T HMRY vy FRREB~0OKSIX. PHA TH
BLERIBWTOARD LN, BT-H KXT5%
BEN, PHA HIBIC K Y RBEICER IS Z
LATRB I N,

[
Pk, ZARRIZBWTRETHIDT T 77Tt
Z3FMBOBI-HAFOFEEXHALMNIIL, Z0%y
FHHER-T MR OBEERICEDS Z & 2R T
ZEMTERE,

(35 30]
1. Greenwald RJ, Freeman GJ, Sharpe AH (2005) Annu
Rev Immunol, 23:515-48
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Lamprey IL-17

Shigeyuki Tsutsui, Osamu Nakamura, Tasuku Watanabe
School of Fisheries Science, Kitasato University

(§=]:0))

B LR L FHSM TH 5 A 0 RIIHERER
ERLLENTEY, REROELLAEKHHEATF
DEFE*E 25 LT, B THRKKRVIRTH S,
Fhwx, FFE, AnEOLERERICET I MR
DRFEICW I TWEH, RREHOBRAIIRT 55
MOBEZ A Th D, R TOPEEMBICET S
ML E A ER,

KEWHBRERIBEHOEFIGEIEL TV D
KHarbod, AECHDBEORBIZY 7F i
ZLL., BB THB, TOEHDELIT. WHAFEOM
LECM & RRIC, RGEZHIKTEY 2L T, ME
YOBRAHA TS, FHxid, MEEAEROER
OWTOMRZED70, BEEHCHREY Y A
7+ Lampetra japonica D B Z BV TRBEEI Y
M B3BEFIZOWVWT, $ 7 hF 7 v arEERAV
RN 2 ED TV 5, ZTOBRET, AIREME
YA bHA L THBYY ATTF IL-17T BIZFOR
BRI L7=D T, EOHRIZHOWTERET 5,

[#1tL Fik]

¥YAUFTRELY GRS B Lk, RS
53F. LPS FETB LOEFET TERLEN 6 Kiff]
B L7, RNAZWML%, Y7 527 avik
# AV T, LPS HllBUC & » THREEHIM L7~ RNA
B¥D cDNA TV L— hZ/ERIL. 8100 7 a—
VDT TAI RIZOWTHEHERS /LT,
BLAST f#HTIZ L 0 D IL-17 & OFEMENRRER
TEFEREICTFAv—%{ER L, RACEIEZAWV

TYYATUFFIL-17T OB EEFZREL],

Y 7ay FEITVYY A TFX IL-17 @i5F
Dav—HERBITT5LLHIZ, RT-PCR 2L 5%
BT 21T o7, F-. insitu~\A 7)) FA4E
—va EEZRAVWT, BETO IL-17 EA MR E R
AP, AT, LPS fIC & 2K TD IL-17 #i
FORERBREBEZ, ) 7L FA L PCRICKEEIT L,

[#ER]

¥V A TS X IL-17¢cDNA {3 1143 bp BV . 173
BEOZ VRV BEa—FLTW-, ZOEET 3
J BEHIE., A KUWHELEE® IL-17 & 18-29%M
RI—Z2R L7, REMEERLIZLZA, IR
UFFXIL1TIZ6EDIL-1TH T 77 IV —D 5 b,
BIZIL-ITD RSN D T LR E s,
Y7oy ML), KBEFRV I LaE
—THHI LW RENT, ZOBEBFIIMEENHICE
g, #8, BB LORFTHREALTRY., EFHBWV
T3, BEEEFMRTOEENRRDLONE, VT
WEALPCR Z{T-T & A, LPSIZL » TA#RIE
FORBENEMT 2 ERBERD biLiz,

(%)

YYAUTXEGARLY, HOFETIZ3IFEA L
RBYA MIA 2, IL-17T B FOEBICRII LT,
AMROREIL. BLREHLBFHEBHTHHMAN
BORRIIH L 17280V, PSRy bU—
IBFELTWVABRILZREBLTNS,
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¢DNA cloning and expression of CD79a and CD79b genes of fugu, Takifugu rubripes

Masatoshi Sato!. 2, Toshiaki Miyadail. 2

1Laboratory of Marine Biotechnology, Fukui Prefectural University, 2Research Center for Marine Bioresources,
Fukui Prefectural University

(B B MRS T msHian S ME L.
fEya7) > (Ig) BT ORI TFEEREITE .
TORIIMKBREZETHRICED, BEARANES
ETBENIFAUBBINTHS ), LML, BHE
Y—h—=EEICUBHIfTRbhiTuinid,
B fiRROMEERIIIAREIIRIN TV SO T3,
B gL t74%—BCR)IDILt 7% —CD79a.
CD79% {3, WZETIZ T 0 B #ifah 5S4 B #ilaD
AREFmMIIREL TWS, 7OoOBdlaE /N7 BH
PNCIdAIRER Ig lg) ARBELTWARL, £ K
B7L B #if2IZid Ig EMREL TR0, Zh
S OMRRIE sIg"CD79+ TH Y. slg*CDT79*DAZA - B
AB Ml & I3 FIE N B FBFFK T, CD79a. CD79b
#X—h—&LTHAL. bF 7V (Takifugu
rubripes DA B MO HEBEBEDHEE 2R H 7.

(M5t HiE] RS 74 CD79a. CD79b OFHI7 I
J BB5N % TTIC. BLAST RBZ{TRR- &I A, Th
4 Scaffold-673 & Scaffold-134 LIZFHFEMED &\ ED
FIMEEL Tz, FRIZ N7z mRNA 827 EIZ TS5
TR—%2RFL. TOT54AT—Z2ZHWT
3RACE,5RACE #{T7o7=. TORERHBAL 7=IEHIR
BRIC TS5 v —%&&REH L. I— REHEEZ PCRIC
SO TWIEL /=, 85N/ PCR EMD > —4 > AR
M5 k5774 CD79a. CD79b @ mRNA ECFIEHREL
o b7 UEKMMBMmIREPBL) ., BETL— NI
RETAHMME (Rl SmdLaVLdla GENsE
) IOz Hib STV 1IgM B/ ZO0—FH)U
%k 4H5 @ AW TSRS BEEMACS) 2T,
slgtflifd & slg-HAIC 7 BEL = EhThodiao
CD79a & CD79b @ mRNA DORBRBATE1T o7z,

(#63R] CD79a 132 E: 666 bp(221 7 X /&), CD79%
1325 597 bp(198 72 /B Tho7z. THTNDOH
FSNBURIZIZ Ig Bk K X1 A58 0. HIRAERIZIZS
T FIMEIZBS T 5 ITAM OEFINEEFEES N TV,
RE B M pE S & MR PN RIS TR D R DS L 8 5
M7, CD79a & CD79b DRBBFTOER. miH L
HIEFLEMBTOARBENRBSNIZEMS, YN
HRTREL TWD EHfla N/, sigfiiad slg 4R
IZ CD79a, b DREMA SN, HHEMH TRERICE
3o ft. ZOZEMS, PBLIZIE slgtCD79* Dk
PABAIRASHMBHIRE THEETH I EMNTHEEN
7zo Fiz. slg CDT9HIRMTFEL TWZ &M,
KA PIZIIARZA - 2R B ML OMIRATFTES S
AlREEAVRE NI,

(#38] b5 7 VKB sigt & slg HiRD ESH 5IT
H CD79 MM L Tz, sIgHiIRALFA B AR - BA
Bffifal&E R 5N57=%H. CD79 I3HPLEE B Ml LR
BRICHURRIBD S 7 FIVREICED> TWb EEZS
N5, slg”HikasrEic CD7HIRMEFEEL TW=Z
EMmS,. b7/ OKMIMICIZTO - 7L B fifsTE
FELTWAREEAH S, HBWE. B JIRRFILS
DHIIZRR L TW A AIEEE DR AN, 58I
i CD79 VB XMooMY ——%HWNT.
CD79*HilaDREZRA 5.

(&3]
1. Zwollo, et al., (2005) J Immunol, 174: 6608-16.
2. Miyadai, et al (2004) Fish & Shellfish Immunol,
17:211-222.
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Production of G-type lysozyme by B-cells of fugu, Takifugu rubripes

Toshiaki Miyadail- 2, Aya Takadal. 2, Hajime Nakagami

1Laberatory of Marine Biotechnology, Fukui Prefectural University, ZResearch Center for Marine
Bioresources, Fukui Prefectural University

[B) R4 LA RS 7 /D CRY YF—ut GR
VYV F—LOBEBEFEIO—="F LT, CBRYVF
— AR OBH FWARTRBAL TWe, —FH, G
B/ F— AR < OB TRV BB R
bhi-, LHL., BEMRIBEL VoM, Y
YF—hit b ) OFFEFRMEERC~ U AOBE SR—
MR BT HEEA ST B, fhoOEET
o777 —URNY) VF—LEEELELTWS, FO
=, b7V GERI) Y F—hphwrndr—UbB
WITHIRCELE IR TWA LH#ERIShD, £ZC. G
Y /F—LERBEL TWAHREZAERTIH, X
B mERESE L TY VF—IBEFORABRTEZ
1Tl o=,

[ FEE] b7 7 OBRA»ORM L., Ry
B, AMERSELEM L, 55%/—a3—)VEitE
B LT 2800 x g 30 DB L-SEEER, /—a—1 L
OMEREZEIR L, BmEk5E (PBL) & L7, PBLIZ
2%FBS & IMDM (0.06 M NaCl #¥in) #inx <, 7
FRAFv I e —VILAN, 2RHBELZOL, 3
fHERERR & TR & 257 RE LT, FEMTEMRRD G,
MbET 77 IgM &) 7 a—FAGiEAHIZEE TS
AR (slg*#EfR) L slg” MREZRBAE—XoEEE

(MACS) Itk >TH#E LT, MIRDSBEITT o—
YA P APV —IZEVHEELE, MIROBERZE
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1. Lietal., (2006) Nat Immunol, 7: 1116-1124.
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Characterization of monoclonal antibody against CD4 in clonal ginbuna crucian carp
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mediated gene transfer and expression cloning: powerful
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14.
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Independent immunoglobulin diversification in embryonic chicken Payer’s patch from bursa of Fabricius.
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Impacts of Human Genome Analysis on Biology and Medicine
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Comparative genome analysis of the major histocompatibility complex (MHC) regions
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Fugu genome —Deep impact on fish immunology-
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The medaka draft genome and its application to developmental genetics
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Global gene expression analyses using ascidian oligo DNA microarrays
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DEBRIIKBCBFHILIAE Y 78
Gloverin, Lebocin, Moricin 72 ¥ i%, S$#@B R R D
MR EFINRM O TV W, —F, & b,
MERPA ST, KBRF VI BEDERDTH D
Y o BB —RNICAE TR Y, KRR
RBEFRBAOEANEE S Z L ERLEA),

AL TV A VA, BT . RRBE R E~DIE
RMEBREFOFERBON TS, L ICBRBIRY

ANATRBIC I BA~DOEHREICOVWTITLLH
RENTEY, 77 A EREFAL T, ThHIER
HBEFORYVatrsa—=rHiThbhTn
%,

HA Y ) BIZBERICEL DL ba U4 LR
EF DNA B RS ARYUNEEL., BETY
ENONREHLTWS, B, M2 OEYTHRALR
{E5F RNA BEBEFOMBICH Z L ARR X
T3, LExifvavyavizorLbovg
NWARREF gypsy iX. small RNA %4 L7-##% Cin
FHEhd, BELIX, VA IDIPEPBEFITLER
® small RNA BEETIILERBRALE, Thbo
—®ix. BEIPLR T, BBEFOMBODIZHE
FE LTV ATRBMEASE Y,

(85 30#R]

1. Mita, K. et al. (2004) The genome sequence of
silkworm, Bombyx mori. DNA Res. 11: 27-35.

2. Mita, K. et al. (2003) The construction of an EST
database for Bombyx mori and its application. Proc.
Natl. Acad. Sci. USA. 100: 14121-14126.

3. Meng, Y. et al. (2007) Prominent down-regulation of
storage protein genes after bacterial challenge in eri-
silkworm, Samia cynthia ricini. Arch. Insect Biochem.

Physiol. (in press).



S6 vauTYa unziZBiT 3RIEARE & PR

ABEFE—H
KAEKRF K¥Fpe RFEDREF

Recognition and elimination of pathogens in Drosophila immunity.
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YayTayRzOERRELHETS Toll
SEEOHENEML 2y | WLBBHIHT
% Toll #=Z&# (TLR) MBFEEXH, TLR I
X AR FRTBBBE L o TR,
BBHOICHALNZEh, Toll & TLR iX. ¥
NETARRLEHAHPOHREHFICENT,
HRGEEEMLS VNV OEZBICEERHK
BEREAEKTHY., TOTHO Y 7R
BLmECHEEEZTRT, ZOL5KK. BR
REZHHATIHBECE T, EloBRT
IS REFEENRTVWS, BEBRENBAETFORE
BMREITV., BRLRIBCERBTS01x
LT, BREFIIS ) Aica—RFEh=-FR
DARTFTERRRRELBETILERD B,

vaulaunRnilZBWWTit, RIFFKS
Y BEBEA® (PGRP) 77 I Y —% i
& LR OBEMELA LIz S h,
PGRP b ¥7-, TLR t[ERIC, B LWHILED
TREFSINT-BREEROPFTH D, R4
i, PGRP 77 2 VY —D—E T# 35 PGRP-LE
B, 77 hBEEREBFETAITI/ EA
Yo® (DAP) 8L _RTIF KTV b 24
BAMICBEL, MEXRTF FE£AD imd &%
PRBRMICEMETI I EEZHLMIILTY
5 (1, 2),

IT4E, PGRP-LE 3, S8EMEEH L TRV,
MEPIET T, RENEMIROMREE,
FLTREGEMBAIICBWNTS, HEAE
OBBICEHDLAZ LALLM E2oT (3),
MIRAFEEEHIT. S<OBRELZIIEREE
T, ThETHELOHWERRIhTE
Teo HICHESHBA~EBAT IR, HEER
EBNL-HIHBLTHMERMORFIZH
WTHLMZEh, LML, MERAFEMH
HEZMEATERTIBERMORAFIZONT
X, IBLACEBIR TV,

KR T Y LTiX, PGRP-LE I X 5#M
NEHELEMEY 27 V7T (Listeriamonocytogenes)
DORMWE . FRBBIZOVWTERL YT, 3
BE@Re L=,

(8% 3cm)
1. Takehana, A. et al. (2002) Proc. Natl. Acad. Sci. USA.
99: 13705-13710
2. Takehana,A. et al. (2004) EMBO J. 23: 4690-4700
3. Kaneko, T. et al. (2006) Nature Immunol. 7: 715-
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Induction of Anti-Microbial Substances after UVB-Irradiation and Wound in Planaria
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[B&]
REBMCBRT ST ) Tk, bo& bRHENAR
HWiBE bOZREHOEBMTHY . H<LOBHLER
BEPLICHREINTE L, L L, AEHRERS
CHARREREEOICHEN LISy, b
hbhiZZhFE Tz, BREBEDMTHET75T)Y
T EMEHZ, PR o DERBHRFOREEZITI &
EHIZRPAB I AT LEBELTE I, TORKER.
KBHBICIZI N-TEFAT I VBCRREDDL S
VIFURBETHZ L. AEHRARISIC#RY a v
JEABPBEETAZ L, FEVIFURBAREE
ThdZ L, REEBELTEE, &T, L/
YIR—NADIELRIZ & B E2HRSNRB S HIK I EIE
THRMEMT 372012, ARLEDTEL 0
CRMBBLENHMMLTWS, AT, 77
TV T HRERBEPICREDEARFET 20 RET
BLibiz, TOERNMRBRHN L ABHRAHESH
EHOEIC L HRBEELITOVWALERMLE,

[#16HE k]
HRZETCHFTENT=F I U X AY (Dugesia
Japonica) % FEHT, EBRAT 1 EMBERE S &8
ERWE, 77T THRRBBEERLEE, £
ZIKEEhHEEEEHAY FYRBEY KB
EEEANMREL LTR~NE, —F. BB RA%
DITHZBETH L L b, PUWEShBHEPOK
BEICR T S RBEEEIC OV T HIBRE L, E5IZ,
AABNCEEPLE LT L. BREHE X CREBE
DOYIFE OIS EBET « 27 TR L, TOHE
EHETERMICAE L, ShiC, HEEKEDH S

R DRENE PAGE BRHT 2TV HEEEO BEEZ R
7Y it

[&EF]

55 ) 7 ERESEPICIIRBEICY LTHES
IZERTARFAFEEL TV, 548 BRE
WKEoT, 77T ) 7IREHAEHRKR LEL Oksik%
BWTHZEBNBRINTE, ZOKEPIZIZ, i
BH 90 A HITRVRETEESBO bR, —H. A
BRI & - TEIBTEIZIL. 5512 60 FHIZHRVHL
BEHZAOLHBERRQW IND Z LBHHLE, K
BHE PAGE 21T o7T= & Z A KIBEIZ X3 2 HighistE
DHFEETIROHD Z ENbhoiz,

(&%)
INETOHRNGTTT Y 7T OEREERITRK
MO & RIERTICHELET D PAS (BHEAMRR S 5 3 &
NBEZLBGaoTWD, 777 ) 7 OHEEAICES
BRBERHITH L, HEAEHR L THEEZHEHL,
ZOXSHEPIZIIHETEESFET S, £, ABH
AHEIZ X 200 A 6 /3 S h B E5IRIC b HLiTEE
BHBZENEALE, WTFhoiEizBWTH X
BRI 2HEFBENRFEL, ThIXESARBO
RREYICAE®ICRRNICER IR T BT L
RRBREh, HEBREOBHI, BEX LD
VARSI B W TR OB A CHEERA
KBRS LB X bND, 5%, 77T ) 7T OHE
MEOELFEAERS S THE, EDEOEALIC
BLIEFITONTHEFTEED TV ETZL,
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Effect of pierisin-1 from cabbage butterfly on parasitic wasps

Azusa Nakaguchi',Yasuko Matsumoto ', Masafumi Yamamoto', Kikuo lwabuchi?, Yukari Totsuka', Takashi
Sugimura', Keiji Wakabayashi'
"National Cancer Center Research Institute, *Tokyo University of Agriculture and Technology
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By o-1 XFyoFa SENICEETZS
-1t 98kDa D ¥ /3 7 BT BENSTL Gb3 % 4 MR
TSR (o F Ul FLIEHIRIC IR v A E H 1)) DNA %€
J AP YR LT B LIk B TR =22
¥HFET L, Y -1 B INETIE T
a VRN T, BHEMORERBEOREICME L 5 Wi
PETEIRENTWD M, Flo, S0 g s A
KB B> 2 TTREMED 8 D £ 2 TR TIL,
el -l PHEAEBRIC G ZHEBIZOVTRE
L7

[#EE Fik)
FrooFavEHFELETLIHRE®RT AL O
NRFOIPEDRERER L, Y 2 -1 BRI
REMIFICINT, ZOATFREMGEDHELBIE
L7z, BEICHMHESHSEEL AV, &61I05E8%
BWFHEEIC L 0 REHNICBIE Ui, IS, O
Liztxl oo-1 ZHOTHESZAEKREL, 4t
85 L — Y —HEEEE AV THFARR~D Y
v -1 BITOAEE R~

[#R]

By &1 % 1-100 4 g/ml OBRIETHRINL, 774
LawasFOIRE 1IHHUSHT 5 B2 A~
o LOWLWTFROBREICBNTHETY -1 it
TA LY avaAFIEBES T, Ei,
F ot b3z RF P ~OR AR e ) -]

DBITIIRBD bR,

[#5a)
FrvoFavERROFELTHHFERT LY
awaNNFEFEE Y -1 1WXTAHMHERZ BB L
TWHHAREMN R & i, BTE, thoBERh%
HEETH, THLY I NFITERDOHFEBIC
HTHETY -1 ORBEFARTNS,
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Low expressing C-type lectins in the hemolymph of larvae of Bombyx mori.

Hinako Takase , Ayako Watanabe , Ryoichi Sato
Graduate School of Bio-Applications & Systems Engineering, Tokyo Univ. of A&T, Japan
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BAGE T, N7 —rRESFrRREDREIC
TETET B 580 72 o 7156 (PAMPs) Z 383 L . R X
ISEBIERIT, WA aHTiE, ¥ —UBBESTF
& LT BuLBP, BmMBP, BmIML &\ 3FEEIDC # A
FLIFUonERENT-, BolBP & BuMBP iZ R
Wik REIC ) Pa—ARIGEBIEEZIL, BY
AR5 WNE ULhL, R¥4—VRBBRTFLELT
B CHAT VLI FUONTRBERFEL, LBEEL
RBBEEXEEL TWBOMITH>VWTITRE 2%
BOMHTWVARY, AHETIE, C AT VI F v
L BEAMEYRERAO2EGOEBE B L,
FRCEZA VI F U DRER LT E2IToT

[#18FE FHiE]

A AT ) BT —F_— 2% AR MR
L RACEHEICE Y . HHC A 7L o FUERETF
EFIE X LK DNA BRHIDAFE %R A4 7=, fElhfk
L MERA ¥ D cDNA 8B & LT PCR 21T\ BBD
HEYHRELL, BoN-GHREFOHET I/
BES| R BEND C 4 T Lo F oL ik LT RAH
FERML-, BMNRETFED S GSTRAREKRZ ¥
URIBELTHERL, chxHiiRe LTHhHLES
ERLIL 7=, FilixRAVWThHA aHhBoEER, &
AT LTy =R T ay fEfToT=,

[&R]

SODHHRC FA TV FUEHRETEE.
PCRICE BDREHREIToI-LIA, BERDC 54
FLIFUICHRTRERN DRV LBRTFREN
2o S8, BZEHBIETF% Bombyx mori Low
Expression Lectin (BmlEL) -1, BmLEL-2, BmlLEL-3
ERERZ L L LT, BB5FD BnLEL-1 & BnLEL-2
ITEE BRI % 2 DO L 7 F T Y (BuLEL-3

IXPESHBBEME 1| DEOLIF U ThHot=,
BuLEL-1 & BmLEL-20 cDNABRFNE~F 27 12 & /%
JEEI—FTHLEZONBEREELLOD,
ZLEOREILIHE>TWW, ¥ U7 BEED
7 I BESEF AW RSN O R, BnLEL-1
L BulLEL-2 (3B BRDCHA TLIF DI
— DR TCHE LW T IN—TE2ERT 5 2 L nY
EAL7-, BuLEL-3 |[3HMTEE2ER L, VR ¥
v7uy MZX 9, BnLEL-1~3 Q&R OIFEEI K
OTHRIIh, ZORBRIEIERL 7 F 08 1/10
BETHLIZLMPHHALE, TNEREOEHOSE
\|IEDLLT, BEBRIIZFE—ETHoT, FIKLL
N TiE<w /N —F%E CBnlEL-1 & BmLEL-3 (K& T
BmLEL-2 DIFENRRER I NI,

[##)
FROCHA TS VLIF T DHBulEL-1~3 % %5,
L. TDOFEELZAFHATE /-, BuLEL-1~3 & BuLBP,
BmMBP, BmIML i3tz FHE:ED L&D 5, R—n %k
BFNOHE L TE = L HERTE 5, BulBP & BuMBP
DBIBIKWEDREARY b EFoOY — Rk
BFELVWSBELBOLLADED L, ZD4EH 6
DDOFFIITNENBELRIBWEYRBEARS bV
2Rb, /Va— VRIS &E&EFOL LWV I RE
EFHOTWHIZ LMAFREND, L L, BulEL-1
~3 (K P OTEERN /D 72T . BuLBP X0 BuMBP
L RBRZeBEHFI 2O LITRERTE TV W, F 7=,
EIRUATHE S OBRBEN OFEENRRER SN
Ehb, CHFALTVLIF DA N—3&MH&ICE
WTEEISHEEZ LTWAAREMN R ST,
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Melanization of the mosquito Armigeres subalbatus against Plasmodium berghei and the mechanism of malaria

parasite infection

*Toshinori Sasaki', Noriko Saito’, Keita Hoshino', Haruhiko Isawa', Kyoko Sawabe', Mutsuo Kobayashi'
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Po=7 Y THRAILHT 2 BREERIEO—>
L LT, HIBEBEADORERENR AT = bzl o THE
N2 ERBESATVWS, BREICR - T,
Anopheles gambiae ® H#ik # R F T H 5
thioester-containing protein (TEP) [ leucin rich-repeat
immune protein 1 (LRIM) B! R X S = (b ~TEZ S
B7x/)—NELEEFR (Pro-PO) EHE(LRICAIST
SIENBESN, Fxid, =7 Y TRAKCIH
S8 0B REEBED—D L LTD Pro-PO &AL
FEAOMNIZT 5728 Pro-PO TEMHILRMEET S
LI FAAZHEHB L., invitro I\ T 7 VB RE)
VIFUR=I ) TREA—VR MIREETH L
ZROMNMILTE, SE, 2 XI~F Y THA
Plasmodium berghei 73 A A 7 a0 ¥ 7} Armigeres
subalbatus \ZSEBT B0 E I RB LI, SIS,
in vivo \Z¥3\V T Plasmodium berghei DA — 3/ X b3
A7=ALEdh DL IRELE,

[#18EL k]

Armigeres subalbatus 406 ZHFEIZHK R H KX EA
(GFP)& RBLE & 7= Plasmodium berghei ANKA %
BEEE, 126 21 BOMFPBICBITE AT =14k
EAFRMECHELA L VBB TBE L,
E7z, 13 H BLRICHHR L ERIRE BB LT, &6
(2. Anopheles stephensi %Rl S &, PiH%* EEWE
FHME BB,

[#£]
<=7 YTEE 1 26 21 ABIC in vivo IZBWVWT

Plasmodium berghei DA — A MRA T = {L&h

DILEWRTDHILNTE, hilFDO~-TF YT

IRBDRRa /A MIBETES, BEEHIZ hemocyte

ZHERR T & 7o, Y 13 B BICHERIR O/ IWHIRRIZ %

BOARa YA 2RI DI LN TET, TD%,

WY 29 A BICIMERROFICRA R /A b 2R

DI LN T&T, E£7=. Anopheles stephensi TGN

EEBRONTRMICE > TRELS 2B ENALH

kirolz,

(E=F)|
FAXI=ZVTHEANRA A7 av T HicmE L,
in vivo {3V T Plasmodium berghei DA — 3/ 2 k3

AT =2 MEEND T EDBRALNL 5T, KikBE

DYTNERRBVIFoR~7 ) TRAIZHLT

A7=2MEICEE T2 LA ENT, £,

WERROD 73 WAIRAIZ A 0 o/ A h AR L TRk

MTHIENEBERON, TOERRIE, 2A7=V

LfERORITICAR L Bbh 3,
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1. Blandin, S., Shiao, S.-H., Moita, L. F, Janse, C. J., Waters, A.
P, Kafatos, F. C. and Levashina, E. A., Complement-like
protein TEP1 is a determinant of vectorial capacity in the
malaria vector Anophles gambiae. Cell, 116, 661-670,
2004.

2. Osta, M. A, Christophides, G K. and Kafatos, F. C., Effects
of mosquito genes on Plasmodium development. Nature,
303, 2030-2032, 2004.
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Inhibitory factor(s) against the phenoloxidase activity in the solitary ascidian, Halocynthia roretzi
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FEEBY<ARYiZ., 7/ —VERLEEE (PO)
4 L. FEfPhEEEMRUSE R OB R R
ICMERDH 7T X2z T 2 L |ESh TNV 3,
B2 IIERE T O-Ryf) > /3T PO FEHENR
HENDZ L2 RWEL, TOEENRERERE L3t
IIETT2EWIBENG, <R ¥y o /3hizix
PO MK+ 2 AT AGTFET D REMENRH D L
ZZ THIEIOAKRESTHE L=, ~R¥ifY »/3th
?D PO FEIIEY o FuFT—, YAFA T
TT—¥, TI)R_RIFF—-EORBERNCL>TE
BINT, EDTA (ZL-> THEMHETAIMZ -2
Enb, AENY, PO EHEIHTTHIEFHAS T
Ta77—EThH AR LRI LT,

(L F7iE]

<R Y (BEREAE) oMl %8 ML, BEb
il (0°C. 5 47, 450G) L CThER%2K%%, 75
AX=H0 PO {EHEZRE L=, PO {&HIX. PO IZ&
5 R—OB{LtTELSD F—/3F% /)L MBTH &
OIS (505nm IZRKRBRAELHT) OREY—E
REfl&D OD fEE L THIE L7z, BRMmE%D OD i
LA Fa—| 30 3%D OD {HLDER PO &
PEMFIR - FORB L LT, LFO&S Tz 5 OD
HEEH&L-, 77 X<% 25CTA v Fax—}
T 52, O o,-Macroglobulin Z %, @ FL—
k&l (1,10-Phenanthroline, EDTA, EGTA) % &0,
@ EDTA 28 L7-1%, F¥fi% BV T Ca®*, Mg™,
Cu*g ¥ DA A E2FMLT,

[#ER]
PO TEMEMHIE FORIL, © LEERE7aT T

—EIZxt4 5 HER TH Ha , - Macroglobulin (0.1~
| pg/ml) B L > THHIENT=, @ A¥ T
77 —EHREFERE LTERENS X L— FlIZoW
TH3 &, 1,10-Phenanthroline (FIZ Fe*, Zn*% %
L—F: 1 mM) TiE, PO IEHEMBIZIRIIEL AL
BB h o7, —F, EDTA(1 mM) . EGTA (1 mM)
L7581 PO EHEMHBIRSIZ bz, @
¥7-. EDTA M7 Z X=iZ Ca®, Mg*& &ML
e, PO EHEMEEFOBRITbFHICEEL,

EHRIC Co* 2 WM L3581, TOMRIEIKRE<E
wmL,

(%3]

a., - Macroglobulin, EDTA, EGTA #ANiz & 9, PO
EHEMBI SR ON=Z 20, PO FEHEME
BFiL, 2H&BA 4 BEE4 5 a7 7—¥T
bBHETREINIZ, X5HiZ, EDTA HM#EiZ, Ca®,
Mg*2BMLEHAE L0 b Q2 FmLI-BE0s
BIHPHRERESEELIZEWVIHERENS, PO
EEZIHIT 52 A5 07 a7 7—Yik Co®* iEML
EfFE L TRELTELEEX LN,

SEIDFERDH L, <R YY) /3D PO i3,
2 ORI & - THERD S FH ShigsiTEtE b &
NTWARIEL | TEEL LIZBICERHIZED PO
EHEIE S h 5 Fracms 5 REE XHY, PO
EEOMHIERF28T PO BHORBEL R T ARS
EEZBND,
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Analyses of up- or down-regulated genes in hemocytes of diseased ascidians
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4, @EO~-RY#EMBICTHRERHADRR
BEL, ~RVYOEEARELIBL LTS, &
B RYoEE (Erao—XRERR) TRDOK
DESIZEL TEVWR, BFHLE~RYogFEILr
=—VORICHL TELM, TDT, FHEOIL
MBIV EESBBICET THBEENEMT 5 &
51223, TO LS REEIIEMACRECT 528,
EERAERBEZ R TERI RS> TVHILENT
BEhaV, XEFROFEMA L BHHEORMY %
HELT, BxIE. R YOGRBERECHIETRIZH
E43LEZLNTWAMIKIZER L, v R -¥PliR
cDNA v A7 a7 LA 2R LTRF LR
KRCRBAVBEH L TWABEFOREEITRoT,

[#18kE FiE)

BE~FVYERBIZT, HRORY (ERHET
TW3BHRY) ERRTRVRY (EROTTWE:
WikY) 2ERE L, EERICOREERL THR L
oo MRATARYBLURRTRVRYOMIKREE
NENREBEESTHOEDOET oRNA ZRB L HHEE
BLTDINA A 7aT7 LA EITRo7, <8 Y
MmE cDNA v A 7 a7 LAk, =HA¥MEK cDNA T A
TSV —WoIF UMMy I T v/ L 2,700
AD cDNA %2 FRARY F—2RAVWTATA FHF
AR TIER L7, BEBTLEDHDWVIZETL
TBEFICOVWTIR, BRNRT T4 <—2 BT
RT-PCR 21772\, BHRMELHEE L, £, b

DBREFORYEERCBITEIREAZHFH,

[F5%)

DNA =4 7 a7 LABITIZL D, BMR~F¥roh
RTRBKTRVRY0mRICH~T, 21 RO
BETFORBTTEL 16 MEORERFORBRETH
BH&Eh-, ZOA, astacin, lysozyme, ribosomal
protein PO 33 X U° ubiquitin-ribosomal protein L40e
fusion protein BETORENBKEE R ¥ OMmERIC
THOLMNITUEL TWS Z &, HSP40, HSP70,
fibronectin . carboxypeptidase ¥ X U lactate
dehydrogenase B{LFDREBRMBHA LTS Z &35,
RT-PCRIEIZL o THED O b, ZTHHDREFD
HRITIORFERO TR, OB OB THR
HEht,

(§°5)|

< R¥YMER cDNA <A 7 a7 LA EZRWIREITIC
£y, BERLE~RYOMRCHERANRTEDH DV
FETLTWAREEBEFRRWEENRE, ZhbDl#
GFORRTa T 74 v b, BEERLEDO~RY
MER CIRIREIEE R L ORESENEEEL L TWS
ZENTRBRENE, AR TRAEAOEFHNRNIZE
ni-ffaFiz, AEROZK~—b—& LT, £R
BRIEDE=FY I ~DERABYMHFEINS,
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1. Azumi K, et al. (2007) Fisheries Science, 73:263-269
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An arthropod cuticular chitin-binding protein endows injured sites with transglutaminase-dependent mesh

Yasuyuki Matsuda ', Takumi Koshiba ', Tsukasa Osaki ', Haruka Suyama', Fumio Arisaka?,
Yoshihiro Toh', Shun-ichiro Kawabata
'Department of Biology, Faculty of Sciences, Kyushu University, Department of Biomolecular Engineering,
Graduate School of Bioscience and Biotechnology, Tokyo Institute of Technology
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Hemocytes of Amphipoda (Crustacea)
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Study on 4pSRCR1 molecule homologous to the scavenger receptor of vertebrate macrophage:
Its expression and function in starfish larval mesenchyme cells.
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Department of Biology, Keio University
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CONSTITUTION

Article I . Name
1. The name of the Association shall be The Japanese Association for Developmental and
Comparative Immunology (JADCI).

Article II. Object
1. The Association shall be an organization to advance studies on developmental and comparative
immunology.

Article IlI. Business
1. The Association shall conduct business described below to achieve the Object of the Association.
1) Scientific meeting.
2) Publication of Abstracts of papers read in the Scientific Meeting.
3) Publication of a News Letter.
4) Communications with International Society for Developmental and Comparative
Immunology (ISDCI).
5) Communications with scientists in the Asia-Pacific Area.
6) Selection and conferment of Furuta Award and Furuta Young Investigator Award.
7) Other business which considered essential to achieve the Object of the Association.

Article IV. Membership

1. Membership in the Association shall be open to scientists who share the stated purpose of the
Association. The membership shall be authorized by registration.

1) Active (Individual) members shall pay yearly dues.

2) Corporate Affiliate. Any individual, company, agency, or organization interested in
accomplishing the purposes of the Association may become a Corporate Affiliate on the
payment of a fee for annual dues to be set at the Business Meeting.

3) Members whose annual dues remain unpaid for 2 fiscal years or more are to be notified in
writing by the Treasurer, and if still unpaid such a member shall forfeit membership.

2. An executive board composed of the Association officers can nominate a person with distinctive
contributions to the Association as a candidate for Honorary member and Honorary President,
upon nominee’s agreement. The candidate shall be approved and authorized by the Association
members in business meeting.

1) Honorary members and Honorary President are not subjected to payment of fee for annual

membership and for scientific meetings.

Article V. Officers

1. Officers of the Association shall be a President, a Vice-President, a Secretary-Treasurer, two
Trustees, two Program Officers and an Abstract Officer.

2. The President will always serve as a Chairperson. The President will preside over the Council
composed of officers of the Association.

3. Candidates of the President shall be recommended in the Council, and then the President shall be
elected by a majority vote of all Active (Individual) members of the Association.



4. All Officers except the President shall be asked and nominated by the President.
5. Terms of all Officers shall be 2 years, however, they can be reappointed. Officers except two
Trustees can assume two or more appointments.

Article VI. Meeting

1. Business Meeting shall be the most authorized body which will be opened by the President’s call.
The business Meeting, consisting of attended members, shall be held once a year as a rule, in
conjunction with a Scientific Meeting.

2. The Council composed of the Officers and presided over by the President shall be held annually
as arule.

Article VI. Financial

1. Financial expense of the Association is based on annual dues of members and the other sources of
income. Annual dues are payable to the Business Office.

2. Fiscal calendar shall start April | and end on March 31.

3. Trustees shall examine annual accounting by the end of fiscal calendar and report it at the
Business Meeting.

Article V. Amendments

1. This constitution may be amended at any business meeting of members. More than 2/3 of the
votes of active (Individual) members present at the Business Meetings shall be necessary for
Amendments.

APPENDIX
Annual dues of the active (individual) members are 3,000 Japanese yen a head.
Annual dues of the corporate affiliate are 20,000 Japanese yen an affiliate.
Secretary-Treasurer shall be in charge of the Business Office of the Association.
The Secretary-Treasurer can nominate his/her assistant(s).
Only the members of JADCI are permitted to have a talk about the investigation.
Detailed procedures for selection and conferment of Furuta Award and Furuta Young Investigator
Award are defined in a fine print.

S O Sl

Approved: November 28, 1989; Revised: August 28, 1991; Revised August 23, 1999
Revised August 29, 2003; Revised August 24, 2006.

*The JADCI is a national organization, but we open our membership to scientists all over the world. If
one would like to join the JADCI as an active member, please pay your membership dues (3,000 yen)
at registration desk of JADCI meeting.
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